
 

Figure S1. (A) and (B) Hypha of R. bataticola (Accession No. OL304938) stained with lactophenol 

showing typical right-angled branching and constriction at the base of the hyphal branches at 10X 

and 20X magnification respectively; (C) and (D) Sclerotia of the fungus at 10X magnification under 

compound microscope. 

 



 

Figure S2. (a) The length distribution details of the assembled transcript and unigene; (b) 
Transcript expression (FPKM) distribution of all the samples.  

 



 

Figure S3. (a) Total number of upregulated and downregulated DEGs (with p≤0.05 & Log2 
FC +2/-2) identified in the lentil genotype Precoz under control and infected conditions; (b) 
MA plot, (c) Volcano plot and (d) FPKM plot of the DEGs identified in the lentil genotype 
Precoz under control and infected conditions. 

 



 

Figure S4. BLASTX hit of top 25 organisms. 

 



 



Figure S5. Some of the selected GO terms in (a) Biological process, (b) Cellular component, 
(c) Molecular function category from GO annotation of lentil transcriptome. 

 


